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ABL1, ANKRD26, ASXL1, ASXL2, ATM, ATRX, BCOR, BCORL1, BRAF, BRCC3, CALR, CBL,
CBLB, CBLC, CCND2, CDKN2A, CEBPA, CHEK2, CREBBP, CSF3R, CSMD1, CSNK1A1,
CTCF, CUX1, DDX41, DHX15, DNMT3A, ELANE, ETNK1, ETV6, EZH2, FANCA, FANCL, FLT3,
GATA1L, GATA2, GNAS, GNB1, HNRNPK, HRAS, IDH1, IDH2, IKZF1, JAK1, JAK2, JAKS,
KDMG6A, KIT, KMT2A, KMT2D, KRAS, LUC7L2, MECOM, MET, MPL, MYC, NF1, NOTCH1,
NOTCH2, NPM1, NRAS, PAX5, PDGFRA, PHF6, PIGA, PML, PPM1D, PTPN11, RAD21, RAF1,
RB1, RBBP6, RPS19, RTEL1, RUNX1, SAMD9, SAMDIL, SBDS, SETBP1, SF3B1, SH2B3,
SMC1A, SMC3, SOS1, SRP72, SRSF2, STAG1, STAG2, STAT3, STATSB, TERC, TET, TET2,
TP53, U2AF1, WT1, ZBTB7A, ZRSR2
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Single nucleotide variants (SNVs), Insertions and deletions (Indels), Copy number variants
(CNVs), Internal tandem duplications (ITDs).
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Sensitivity - 100 %; Specificity — 99.99%; Accuracy - 99.99%; Precision — 97.97%; Repeatability
— 99.95%; Reproducibility — 99.96%; Limit of detection - 2.5%.
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